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GFP Knockout HEK293T Cells (L00022).
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T 2523 TR P00 3 2 A BAE A 77 i [ D e A 27 i

HIRAFE R EEA(E BN T

Species Gene Symbol Gene ID GenBank Accession Transcript
Human HIRA 7290 BC032721 NM_003325
About the gene

Official Symbol HIRA

Previous Symbol TUPLEL1

Official Full Name | histone cell cycle regulator

Synonyms DGCRI; TUP1
Location 22ql11.21

Gene Type protein_coding

Uniprot ID P54198

Pathway/Library Epigenetic Regulators Related Genes Library

This gene encodes a histone chaperone that preferentially places the variant histone H3.3 in nucleosomes.
Orthologs of this gene in yeast, flies, and plants are necessary for the formation of transcriptionally silent
heterochomatin. This gene plays an important role in the formation of the senescence-associated
heterochromatin foci. These foci likely mediate the irreversible cell cycle changes that occur in senescent
cells. It is considered the primary candidate gene in some haploinsufficiency syndromes such as DiGeorge
syndrome, and insufficient production of the gene may disrupt normal embryonic development.
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L00020 Control Knockout HEK293T Cells 132/
100022 GFP Knockout HEK293T Cells 132 /%8
0222 R -FERH R IR (100X) 100ml
D0508S/M R 2 2 e SR A A U k) 25/1004%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (&M 2 25) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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